SEQUENCE LISTING 



<110> CHADA, SUNIL 
MUMM, JOHN B. 
RAMESH, RAJAGOPAL 
MHASHILKAR, ABNER M. 
MEYN, RAYMOND E. 
GRIMM, ELIZABETH 

<120> METHODS AND COMPOSITIONS INVOLVING MDA-7 

<130> INGN:105US 

<14 0> UNKNOWN 
<141> 2004-03-02 

<150> 60/528,506 
<151> 2003-12-10 

<150> 60/515,285 
<151> 2003-10-29 

<140> 60/486,862 
<141> 2003-07-11 

<150> 60/476,159 
<151> 2003-06-04 

<150> 60/474,529 
<151> 2003-05-30 

<150> 60/452,257 
<151> 2003-03-03 

<160> 3 

<170> Patentln Ver. 2.1 

<210> 1 
<211> 718 
<212> DNA 
<213> Homo sapiens 

<400> 1 

acaagacatg actgtgatga ggagctgctt 
ctgcttggga ggaaggccag gaggaacacg 
gcaaagcctg tggactttag ccagaccctt 
aatgcagatg gttgtgctcc cttgcctggg 
a 9999 c ccag ggccaagaat tccactttgg 
gaaactgtgg gaagccttct gggctgtgaa 
gagtgcccgg ctgctgcagc aggaggttct 
ccttgtccac accctgctgg agttctactt 
aacagttgaa gtcaggactc tgaagtcatt 
cgtgtcacaa ctgcaaccca gtcaagaaaa 
caggcggttt ctgctattcc ggagagcatt 
caaagccctt ggggaagtgg acattcttct 



<210> 2 
<211> 206 



tcgccaattt aacaccaaga agaattgagg 60 
agactgagag atgaattttc aacagaggct 12 0 
ctgccctcct ttgctggcga cagcctctca 180 
ttttaccctg cttctctgga gccaggtatc 240 
gccctgccaa gtgaaggggg ttgttcccca 300 
agacactatg caagctcagg ataacatcac 360 
gcagaacgtc tcggatgctg agagctgtta 420 
gaaaactgtt ttcaaaaact accacaatag 480 
ctctactctg gccaacaact ttgttctcat 540 
tgagatgttt tccatcagag acagtgcaca 600 
caaacagttg gacgtagaag cagctctgac 660 
gacctggatg cagaaattct acaagctc 718 



25389698.1 



-1- 



<212> PRT 

<213> Homo sapiens 



<400> 2 

Met Asn Phe Gin Gin Arg Leu Gin Ser Leu Trp Thr Leu Ala Arg Pro 
15 10 15 

Phe Cys Pro Pro Leu Leu Ala Thr Ala Ser Gin Met Gin Met Val Val 
20 25 30 

Leu Pro Cys Leu Gly Phe Thr Leu Leu Leu Trp Ser Gin Val Ser Gly 
35 40 45 

Ala Gin Gly Gin Glu Phe His Phe Gly Pro Cys Gin Val Lys Gly Val 
50 55 60 

Val Pro Gin Lys Leu Trp Glu Ala Phe Trp Ala Val Lys Asp Thr Met 
65 70 75 80 

Gin Ala Gin Asp Asn lie Thr Ser Ala Arg Leu Leu Gin Gin Glu Val 
85 90 95 

Leu Gin Asn Val Ser Asp Ala Glu Ser Cys Tyr Leu Val His Thr Leu 
100 105 110 

Leu Glu Phe Tyr Leu Lys Thr Val Phe Lys Asn Tyr His Asn Arg Thr 
115 120 125 

Val Glu Val Arg Thr Leu Lys Ser Phe Ser Thr Leu Ala Asn Asn Phe 
130 ~ 135 140 

Val Leu lie Val Ser Gin Leu Gin Pro Ser Gin Glu Asn Glu Met Phe 
145 150 155 160 

Ser lie Arg Asp Ser Ala His Arg Arg Phe Leu Leu Phe Arg Arg Ala 
165 170 175 

Phe Lys Gin Leu Asp Val Glu Ala Ala Leu Thr Lys Ala Leu Gly Glu 
180 ~ 185 190 

Val Asp lie Leu Leu Thr Trp Met Gin Lys Phe Tyr Lys Leu 
195 200 205 



<210> 3 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

>400> 3 

cgcttgatga gtcagccgga a 



25389698.1 
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